
BELIZE Total Non-Clustering Clustering
Sequences, number (%) 84 (100) 73 (86.9) 11 (13.1)
Age in years, median (IQR) 33.5 (27-41.8) 34 (28-42) 27 (25-38)
Sex, number (%) 
 - Female 41 (48.8) 39 (53.4) 2 (18.2)
 - Male 43 (51.2) 34 (46.6) 9 (81.8)
Risk, n (%)
 - HTS 66 (78.6) 60 (82.2) 6 (54.5)
 - MSM 18 (21.4) 13 (17.8) 5 (45.5)
Year of sampling, median (IQR) 2013.6 (2013.3-2014.4) 2013.6 (2013.4-2014.4) 2013.3 (2012.1-2014.2)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.5 (3.8-5) 4.3 (3.7-4.9) 4.8 (4.5-5.2)
CD4 (/mm3), median (IQR) 409 (268-563.3) 412 (265-563) 406 (340-625)

GUATEMALA Total Non-Clustering Clustering
Sequences, number (%) 1487 (100) 898 (60.4) 589 (39.6)
Age in years, median (IQR) 32 (26-42) 33 (28-43) 30 (25-40)
Sex, number (%) 
 - Female 552 (37.3) 381 (42.8) 171 (29.1)
 - Male 926 (62.7) 509 (57.2) 417 (70.9)
Risk, n (%)
 - HTS 1081 (74.9) 709 (82.2) 372 (64)
 - PWID 6 (0.4) 3 (0.3) 3 (0.5)
 - MSM 334 (23.1) 136 (15.8) 198 (34.1)
 - Others/NA 23 (1.6) 15 (1.7) 8 (1.4)
Year of sampling, median (IQR) 2013.1 (2012.1-2014.7) 2012.9 (2011.9-2014.6) 2013.3 (2012.1-2014.9)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.8 (4.1-5.3) 4.8 (4.1-5.3) 4.8 (4.2-5.3)
CD4 (/mm3), median (IQR) 204 (80-381.8) 166 (62-359.8) 250.5 (121.3-416.3)

SALVADOR Total Non-Clustering Clustering
Sequences, number (%) 39 (100) 33 (84.6) 6 (15.4)
Age in years, median (IQR) 33 (25-42) 34 (24.5-45) 29 (26.5-35.8)
Sex, number (%) 
 - Female 12 (30.8) 10 (30.3) 2 (33.3)
 - Male 27 (69.2) 23 (69.7) 4 (66.7)
Risk, n (%)
 - HTS 28 (71.8) 22 (66.7) 6 (100)
 - MSM 11 (28.2) 11 (33.3) 0 (0)
Year of sampling, median (IQR) 2011.3 (2011.2-2012.4) 2011.3 (2011.3-2012.4) 2012.4 (2011.2-2012.4)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.4 (3.7-5) 4.5 (3.7-5.2) 3.9 (3.5-4.5)
CD4 (/mm3), median (IQR) 355 (212-507) 353 (159-498) 364.5 (288.5-776.3)

HONDURAS Total Non-Clustering Clustering
Sequences, number (%) 1157(100) 965 (83.4) 192 (16.6)
Age in years, median (IQR) 36 (28-44) 37 (29-45) 29 (22-38)
Sex, number (%) 
 - Female 522 (54.9) 10 (30.3) 76 (39.6)
 - Male 635 (0) 23 (69.7) 116 (60.4)
Risk, n (%)
 - HTS 891 (1.3) 22 (66.7) 132 (69.1)
 - PWID 15 (11.7) 11 (33.3) 2 (1)
 - MSM 133 (8.5) 0  (0) 40 (20.9)
 - Others/NA 96 (0) 0 (0) 17 (8.9)
Year of sampling, median (IQR) 2014.3 (2013.7-2015.3) 2014.3 (2013.7-2015.3) 2014.5 (2013.7-2015.3)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.3 (3.5-5) 4.3 (3.5-5) 4.4 (3.5-5)
CD4 (/mm3), median (IQR) 199 (72-388) 187 (66-381) 248.5 (112.8-474.8)
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MEXICO Total Non-Clustering Clustering
Sequences, number (%) 2483 (100) 1799 (72.5) 684 (27.5)
Age in years, median (IQR) 30 (25-38) 31 (25-39) 28 (23-36)
Sex, number (%) 
 - Female 437 (82.1) 319 (18.1) 118 (17.5)
 - Male 2006 (0) 1448 (81.9) 558 (82.5)
Risk, n (%)
 - HTS 890 (2.6) 642 (41) 248 (40)
 - PWID 56 (55.9) 44 (2.8) 12 (1.9)
 - MSM 1222 (0.8) 866 (55.3) 356 (57.4)
 - Others/NA 18 (0) 14 (0.9) 4 (0.6)
Year of sampling, median (IQR) 2014.2 (2012.8-2015.3) 2014.3 (2012.9-2015.3) 2013.8 (2012.4-2015.3)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.9 (4.3-5.4) 4.9 (4.3-5.4) 4.8 (4.3-5.4)
CD4 (/mm3), median (IQR) 258 (99-436) 240 (90-423) 297 (130.5-474.5)

PANAMA Total Non-Clustering Clustering
Sequences, number (%) 504 (100) 419 (83.1) 85 (16.9)
Age in years, median (IQR) 33 (25-42) 35 (25-43) 28 (23-35)
Sex, number (%) 
 - Female 136 (27) 114 (27.2) 22 (25.9)
 - Male 368 (73) 305 (72.8) 63 (74.1)
Risk, n (%)
 - HTS 282 (57.9) 243 (59.9) 39 (48.1)
 - PWID 2 (0.4) 2 (0.5) 0 (0)
 - MSM 192 (39.4) 153 (37.7) 39 (48.1)
 - Others/NA 11 (2.3) 8 (2) 3 (3.7)
Year of sampling, median (IQR) 2013.7 (2012.8-2014.8) 2013.7 (2012.8-2014.7) 2014.3 (2012.7-2015.3)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.3 (3.6-4.9) 4.3 (3.5-4.9) 4.5 (3.8-5)
CD4 (/mm3), median (IQR) 301 (136.5-492.5) 299.5 (131.5-478.3) 318 (168.5-505.5)

NICARAGUA Total Non-Clustering Clustering
Sequences, number (%) 334 (100) 216 (64.7) 118 (35..3)
Age in years, median (IQR) 32 (26-40) 32 (26.8-41.3) 32 (25-40)
Sex, number (%) 
 - Female 78 (23.4) 55 (25.5) 23 (19.5)
 - Male 256 (76.6) 161 (74.5) 95 (80.5)
Risk, n (%)
 - HTS 201 (63) 131 (63.6) 70 (61.9)
 - PWID 6 (1.9) 6 (2.9) 0 (0)
 - MSM 105 (32.9) 63 (30.6) 42 (37.2)
 - Others/NA 7 (2.2) 6 (2.9) 1 (0.9)
Year of sampling, median (IQR) 2013.8 (2012.7-2014.7) 2013.9 (2012.7-2014.8) 2013.4 (2012.7-2014.7)
HIV RNA levels (Log10 copies/mL), median (IQR) 4.8 (4.1-5.4) 4.8 (4-5.4) 4.9 (4.2-5.5)
CD4 (/mm3), median (IQR) 252 (87.3-445.8) 230 (75-429) 308 (96-472)
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